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Nordic purebred beef genetic evaluation

Genomic - Breeding
values

Weight/Growth and
carcass traits

@ Pedigree - Breeding
values

@ Calving traits

@ Breeds: Aberdeen Angus (AAN), Simmental (SIM), Charolais

(CHA), Hereford (HER), Limousine (LIM) Blonde d'Aquitaine,
Highland Cattle + Other smaller breeds
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Number of genotyped animals —
breed and birth year
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Ongoing developments

§ Explore genomic breeding How to handle selective
values for calving traits genotyping?

rl:u;s Investigate the possibility of Genomic breeding
values for small population size breeds

@ Reliabilities including genomic information
NAV
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NAV workshop 2024,

expectations on
genomic reliabilities
based on different
sources of information

NAV
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What do we observe?
Reliability of Genomic Breeding Values for birth weight

Absolute
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Reliabilities of imported bulls with no
phenotype data for slaughter daily gain
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Reliability of phenotyped animals by genotyped status

Birth weight - direct 8565 (7 %)

Weaning weight gain - direct 7549 (12 %)

Yearling weight - direct 486 (6 %)

E Post-weaning weight gain 5019 (16 %)
Carcass daily gain 1572 (2 %)
Carcass conformation score 1555 (2 %)
Carcass fat score 1556 (2 %)
0.0 0.2 0.4 0.6 0.8
Mean GEBYV Reliability
N‘ Numbers in parentheses = proportion genotyped over non-genotyped
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Increased relationship information with
genotypes

In numbers
Pedigree BLUP Increqsed rela_1t|onsh|p
information
FIN x DNK 69 (times)
+ Singel step - GBLUP FIN x SWE 21
SWE x DNK 52

Genomic information revel animal relationships that pedigree alone can’t capture

N Av Picurtes source: Linear models for prediction of the Genetic Merit of Animals, Raphael A Mrode, Ivan Pocrnic, Robin Thompson and Gregor Gorjanc
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Genomic breeding values for calving traits

SELECTIVE GENOTYPING  Genotype only a portion of the individuals in

the population — only animals that are born

alive
\\%i,,iu;;ilh é

GENOTYPED BEAD
* Overrepresentation of extreme phenotypes

Calving breeding values for cows only form success
calvings

 Leads to “bias” in the estimation of breeding
values
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Reduced reliability
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Genomic breeding values for calving index —

under revision

Pedigree BLUP - Gentic tend EBVs

Genetic trend — cal - CHA
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What’s next?

Genomic reliabilities for weight/growth and carcass traits
— February 2026

Harmonize breed definitions across countries — revise
genetic groups

Validate genomic breeding values for calving traits

Validate genomic breeding values for BAQ and HLA

NAV
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